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PRINCIPAL AREAS OF ACADEMIC INTEREST PRINCIPAL SKILLSET

Genomics and physiology of spaceflight Genomic data analysis

Biological and radiological database and API development Advanced Python (inc. SciPy stack, Cython)
Translational and personalized genomics Lua/LuaJlT, JavaScript, R, C

Genomics algorithms Graph and numerical algorithms

2023 — present

2018 - 2023
2018

2017 - 2023
2015 - 2017
2014 - 2015

RESEARCH AND WORK SUMMARY

NASA Ames Research Center (through Blue Marble Space Institute of Science)
Development of NASA Open Science Data Repository databases and analysis platforms
for space biology and telemetry data to further space exploration.

Fostering collaborations with national and international institutions and data providers.
Enabling technologies for open science data integration and analysis [1, 7—11].
Principal developer of RadLab and GeneLab Open API.

Member of the RadLab Working Group Steering Committee.

RadLab: visualization.osdr.nasa.gov/radlab

GenelLab Open API: visualization.genelab.nasa.gov/GLOpenAPI

GenelLab Visualization Working Group
Development of an analysis platform for space genomics data [14, 17, 18].

New York Genome Center
Epigenetic evolution of cancers, phylogenetics algorithms [20].

Weill Cornell Medicine, Institute for Computational Biomedicine, Mason Lab
Quantification of effects of spaceflight on human biology [2—5, 12, 15, 16].
Sequence analysis in theoretical and translational applications [6, 19, 21].
Novel discoveries in telomere biology and bioinformatics [12, 13].

University of Puerto Rico, Caribbean Genome Center
Methods of genome assembly, evolutionary genetics and conservation strategies
of endangered Caribbean species [22, 23, 25].

Dobzhansky Center for Genome Bioinformatics
Human epigenetics [24]; methods of genome assembly, GWAS visualization.
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OTHER PROFESSIONAL APPOINTMENTS

2024 Invited expert at Heliolab Research Horizons (Frontier Development Lab, a NASA and Trillium

Technologies initiative in partnership with Google Cloud and NVidia). Current and future research
applications of state-of-the-art artificial intelligence for space science.

2024 External expert advisor at FDL-X Heliolab (Frontier Development Lab). Applied artificial

intelligence for climate adaptation, energy futures, and space exploration. Project "Forecasting
Radiation Exposure for Human Space Flight.”

2024 Mentor for the Young Scientist Program (Blue Marble Space Institute of Science). Project

"Amplicon Sequencing Data Visualization.”
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PUBLIC SPEAKING, CONFERENCES, ROUND TABLES

2024

Application Programming Interfaces: Metadata Considerations. NASA Science Mission Directorate
Data Repositories Workshop. Pasadena, CA. Teleconference.

2024 RadLab: A Comprehensive Database and Graphical and Programming Interfaces for Space

Radiation Data. 27th Workshop on Radiation Monitoring and Investigation in Space Science
(WRMISS). Boulder, CO.

2024 RadLab: Graphical and Programming Interfaces for Interrogation of Space Telemetry Data.

NASA Human Research Program Investigators’ Workshop. Galveston, TX.

2024 RadLab: A Comprehensive Database and Graphical and Programming Interfaces for Space

2023

2023

Radiation Data. Operational and Exploration Requirements and Research Capabilities for SEP
Environment Monitoring and Forecasting. Atlanta, GA. Teleconference.

RadLab and the Environmental Data Application Dashboard: Graphical and Programming
Interfaces for Interrogation of Space Telemetry Data. Annual Meeting of the American Society for
Gravitational and Space Research. Washington, DC.

RadLab Platform: Investigating Space Radiation. 26th Workshop on Radiation Monitoring and
Investigation in Space Science (WRMISS). Rome, Italy. Virtual.
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2022 Unimizers: a novel approach to alignment of repetitive genomic sequences.
7th Annual MetaSUB Conference. Miami, FL.

2020 GenelLab sequencing data analysis and visualization.
USRA / NASA Ames Research Center. Moffett Field, CA. Teleconference.

2019 Comparative circadian transcriptomics: novel and conserved features of the mammalian
pineal gland. Oakland University Genomics Symposium. Oakland University, MI.

2019 Genelab Visualization Working Group meeting.
Annual Meeting of the American Society for Gravitational and Space Research. Denver, CO.

2019 GenelLab visualization workshop.
Broad Institute. Cambridge, MA.

2017 Development of robust bioinformatics pipelines.
Fifth annual Bioinformatics Summer School. Moscow, Russia.

2017 Genomics and conservation of the Hispaniolan Solenodon.
IX Caribbean Biodiversity Congress. Santo Domingo, Dominican Republic.

2016 Bioinformatics pipelines.
Recent Advances in Conservation Genetics. Tihany, Hungary.

NOTES

*  The "Specialist” degree from the Saint Petersburg Chemical and Pharmaceutical Academy is a five-year
undergraduate degree conferred in ex-USSR countries and is equivalent to a B.S.

*% "Saint Petersburg Chemical and Pharmaceutical Academy” reflects the name of the institution at the time of
graduation. Several variations of the name exist in English translations; and the institution was renamed from an
Academy to a University in the years after the graduation.



